Supporting Information
. SDS-PAGE analysis of the purified recombinant TaApe1 protein. Lane 1, protein size markers; lane 2, human APE1, 2 µg; lane 3, TaApe1, 1 µg; lane 4, TaApe1, 5 µg. Figure S2 . Protein sequence alignment of human APE1, Arabidopsis thaliana AP endonucleases AtApe1L, AtArp and AtApe2. The deduced amino acid sequences were aligned using ClustalX 2.1. Asterisks (*), colons (:), and periods (.) indicate identical, conservative, and semiconservative aligned residues, respectively. Figure S3 . Divalent cation dependence of wheat TaApe1-catalyzed activities on the oligonucleotide duplex THF•T. 10 nM 5'-32 P-labelled 30-mer DNA duplex containing a single THF residue was incubated for 10 min at 23°C with 5 or 10 nM TaApe1 under standard reaction conditions but in the presence of different divalent cations. 

